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<400> 1 

gcacgaggga acatttgccg atgtctccta tcgaaggctg ccccactgta 
60 

tttgcagtct gtctcctggg attcacgagt acaaattctt tgtggacggg 
20 

atgatgagcg tcaacctacc atatctgggg agtttggcat agttaacaca 
80 

caagggaata taaccaaata aacaccttat caagtccaag cacacctgga 
40 

acatggatgt ggataatgaa aattttcaac gtacggttac gttgtcagat 
00 

cagaaggtac tctgagagtt tcagaggctg caatacaaat atctaggtgt 
60 

aatatctgaa tttgcataca tgctatgatt tactcccaga ttctggcaag 
20 

tagacattaa tttacctgtg aagcaatcat tccatattct ccatgaacag 
80 

tagctcctct ctgggactca ttcagaggtc aatttgttgg tctccttagc 
40 

tcatactcat attgcgggag ctagaaactc atggctcgaa cttgacagaa 
00 

aaacacacac tatatctgca tggaaagagg ctaagcggca aactaatgga 
60 

gtcagtggcg accgcaacag catctagtgc atgccacccc ttatgagtcc 
20 

ttgcagtaaa gcttttgcaa aatggcattt ctacagtgcc agttatttat 
80 

cagatggatc attcccgcag ttattgcatc ttgcatcact ttctggaatt 
40 

tttgtagata cttcaaaaac tcaactggta atttgcctat tctgaaccaa 
00 

ccattccgct gggttcctgg gttccgaaaa ttggtgatct gaacagtcgt 
60 



tttcaggcta 

gaatggcggc 1 

ctttacttga 1 

agcaggatga 2 

ggcaccgttt 3 

cgtgtttctg 3 

gttattgccc 4 

gggattcctg 4 

ccattggatt 5 

gagcagcttg 6 

agaaatgata 6 

ttgagggaca 7 

tcatcatcat 7 

ttgaaatgta 8 

ccagtgtgct 9 

ccattggcta 9 
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tgttgcgacc taatgcctca cttagctctg cccttaacat gttggttcaa gctggagtaa 10 
20 

gctcaatacc aattgtggat gacaacgact ccctgcttga cacttactct agaagtgaca 10 
80 

tcacagccct agcaaaagac aaggtctaca cacatgttcg gctggatgag atgaccattc 11 
40 

accaggcttt gcagcttgga caagatgcca atacaccttt tggattcttt aacggccaga 12 
00 

gatgccagat gtgcctccgg tctgatcctt tgctgaaggt gatggagcga ctggctaatc 12 
60 

ctggggtgcg gcgggtgttc attgtggaag ctgggagcaa acgtgtggag ggcatcatat 13 
20 

cactaagtga cattttcaag ttcttgctga gcttgtgagg agagaggagc atggcggagt 13 
80 

tttttttaac agtagcaacc ctctgggcct ttgggtcctt gcggataatt ggctatcgtc 14 
40 

agggactcag ggttcatggt ctgtaaagtt cctttttttt tgtttcgttt tttaccattt 15 
00 

ggccctcccg ttgttaacaa aacatacatc aggtgatttt tatctattgg attgtttcaa 15 
60 

aaaaaaaaaa aaaaaa 15 
76 

<210> 2 
<211> 451 
<212> PRT 
<213> Zea mays 

<400> 2 
Thr Arg Glu His 
1 

Phe Gin Ala lie 
20 

Phe Val Asp Gly 
35 

Gly Glu Phe Gly 
50 

Gin lie Asn Thr 
65 

Met Asp Val Asp 



Gly Thr Val Ser 
100 

lie Ser Arg Cys 
115 

Asp Leu Leu Pro 
130 



Leu Pro 
5 

Cys Ser 

Glu Trp 

He Val 

Leu Ser 
70 

Asn Glu 
85 

Glu Gly 
Arg Val 
Asp Ser 



Met Ser 



Leu Ser 



Arg His 
40 

Asn Thr 
55 

Ser Pro 



Asn Phe 



Thr Leu 



Ser Glu 
120 

Gly Lys 
135 



Pro He 
10 

Pro Gly 
25 . 

Asp Glu 



Leu Tyr 



Ser Thr 

Gin Arg 
90 

Arg Val 
105 

Tyr Leu 
Val He 



Glu Gly 

He His 

Arg Gin 

Leu Thr 
60 

Pro Gly 
75 

Thr Val 
Ser Glu 



Asn Leu 



Ala Leu 
140 



Cys Pro 



Glu Tyr 
30 

Pro Thr 
45 

Arg Glu 



Ser Arg 



Thr Leu 



Ala Ala 
110 

His Thr 
125 

Asp He 



Thr Val 
15 

Lys Phe 

He Ser 

Tyr Asn 

Met Asn 
80 

Ser Asp 
95 

He Gin 
Cys Tyr 
Asn Leu 
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Pro Val Lys Gin Ser Phe His He Leu His Glu Gin Gly He Pro Val 
145 150 155 160 

Ala Pro Leu Trp Asp Ser Phe Arg Gly Gin Phe Val Gly Leu Leu Ser 
165 170 175 

Pro Leu Asp Phe He Leu He Leu Arg Glu Leu Glu Thr His Gly Ser 
180 185 190 

Asn Leu Thr Glu Glu Gin Leu Glu Thr His Thr He Ser Ala Trp Lys 
195 200 205 

Glu Ala Lys Arg Gin Thr Asn Gly Arg Asn Asp Ser Gin Trp Arg Pro 
210 215 220 

Gin Gin His Leu Val His Ala Thr Pro Tyr Glu Ser Leu Arg Asp He 
225 230 235 240 

Ala Val Lys Leu Leu Gin Asn Gly He Ser Thr Val Pro Val He Tyr 
245 250 255 

Ser Ser Ser Ser Asp Gly Ser Phe Pro Gin Leu Leu His Leu Ala Ser 
260 265 270 

Leu Ser Gly He Leu Lys Cys lie Cys Arg Tyr Phe Lys Asn Ser Thr 
275 280 285 

Gly Asn Leu Pro He Leu Asn Gin Pro Val Cys Ser He Pro Leu Gly 
290 295 300 

Ser Trp Val Pro Lys He Gly Asp Leu Asn Ser Arg Pro Leu Ala Met 
305 310 315 320 

Leu Arg Pro Asn Ala Ser Leu Ser Ser Ala Leu Asn Met Leu Val Gin 
325 330 335 

Ala Gly Val Ser Ser lie Pro lie Val Asp Asp Asn Asp Ser Leu Leu 
340 345 350 

Asp Thr Tyr Ser Arg Ser Asp He Thr Ala Leu Ala Lys Asp Lys Val 
355 . 360 365 

Tyr Thr His Val Arg Leu Asp Glu Met Thr He His Gin Ala Leu Gin 
370 375 380 

Leu Gly Gin Asp Ala Asn Thr Pro Phe Gly Phe Phe Asn Gly Gin Arg 
385 390 395 400 

Cys Gin Met Cys Leu Arg Ser Asp Pro Leu Leu Lys Val Met Glu Arg 
405 410 415 

Leu Ala Asn Pro Gly Val Arg Arg Val Phe lie Val Glu Ala Gly Ser 
420 425 430 



Lys Arg Val Glu Gly lie lie Ser Leu Ser Asp lie Phe Lys 
435 440 445 



Phe Leu 
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Leu Ser Leu 
450 

<210> 3 

<211> 2149 

<212> DNA 

<213> Oryza sativa 

<400> 3 

gcacgagctt acacggggag cccctctcgc 
60 

gcggctatcc ctcctctcct ctcttcttcc 
20 

tatccatcta gattttgatc ttcccctcct 
80 

gcagatgttt tcccacggcg ctgattccgc 
40 

ctccggcgtc cccacgcgct tcgtctggcc 
00 

ctcctttacc aggtggacag aacatttgcc 
60 

ttttcaggcc atatgcagtt tgtcccctgg 
20 

ggaatggcgg cacgatgagc ggcaacctac 
80 

tttatgcttg actagggact ttgaccagat 
40 

aagtaggatg aacatggatg tggacaacga 
00 

tggcattatt caggaaggtc ctcagagaat 
60 

tcgtgtagcg gattttctga atggacaaac 
20 

ggtcattgct ctagacgtta atttgcctgt 
80 

gggaattcct gtggcacctc tatgggattc 
40 

cccactggat tttatactca tattgagaga 
00 

agagcagctt gaaacacata ctatatctgc 
60 

cagaaacgag ggttcttgga gggcaaatca 
20 

cctgagggaa attgctatga agatactgca 
80 

ttcct.catca ccagatggct catatccaca 
40 

tttgaaatgt atttgtagat attttaaaaa 
00 

acctgtatgc acaattcctc tgggtacctg 
60 

tccattggct atgttgcggc ctaacacatc 
20 

agctggtgtg agctcaatac caattgtgga 
80 



gcgcgcttgc 


ttcacgtggg 


ggatcccgtc 




cccttctagt 


ctagtttagg 


gttttctatc 


1 


cgctgcttcc 


cctcgccctt 


ctgacctggc 


1 


ccacgacgcc 


ggcgccgtca 


gcaccggtgc 


2 


ctacggtggc 


aagagggtct 


acctcaccgg 


3 


aatgtctcct 


gttgaaggtt 


gtcccaccgt 


3 


gattcatcag 


tacaagtttt 


gtgtggatgg 


4 


cataacagga 


gactatggtg 


tggttaacac 


4 


aaatacaata 


ttgagcccta 


gtacacctgg 


5 


caattttcaa 


cgtactgttt 


ctttgtctga 


6 


ttcagaggca 


gctatacaga 


tctctaggtg 


6 


tgggtatgat 


ttactcccag 


attctggcaa 


7 


gaagcaatct 


tttcatattc 


ttcatgaaca 


7 


attcaggggc 


cagtttgttg 


gccttttgag 


8 


gctggaaact 


catggctcca 


atctgacaga 


9 


gtggaaggag 


gccaagcgtc 


aaacttatgc 


9 


ccatttagtt 


catgccaccc 


cttatgaatc 


10 


aaacggtgtt 


tctaccgttc 


caattatgtt 


10 


attgttgcat 


cttgcttccc 


tttctggaat 


11 


ttctcaaggt 


aatttaccta 


ttttgagcca 


12 


ggttccaaaa 


attggtgatc 


ctaatggccg 


12 


tcttagcgct 


gccctgaatt 


tgctggttca 


13 


tgacaatgac 


tcactgcttg 


acacatattc 


13 
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cagaagtgac atcacagctc ttgcaaaaga caaggtgtac acacacattc gcctagatga 14 
40 

gatgaccatt catcaggctc tgcagcttgg acaggatgca aattcgccct ttggattctt 15 
00 

taacgggcaa agatgtcaga tgtgtctccg gtctgacact ttgttgaaag tgatggagcg 15 
60 

attagctaat cctggggtgc gccgtgtttt cattgtggaa gctggtagca aacgtgtgga 16 
20 

gggcataata tcactgagtg atattttcaa gttcttgctg agctaagtga aaatgcccga 16 
80 

gccatctgtg ttttgttctc acaactgccg gagttaacaa tagcagaaaa aaattgtgaa 17 
40 

tctccaacat cgatctctct ggcttttgga tcagacaggt gtcttttccc gataatggcc 18 
00 

aaccagagtc tgtaaagtct tttttttttc ccttgcccct tcgttaccaa aatgtctggt 18 
60 

gatttttatt tattggattg ttttgctgct tgctcggttt ctgagccccc caaagagtta 19 
20 

gtagctctgt tgaaagggtg ggatgggcgc ttagagacat attttagcat gaatcatcat 19 
80 

cacagggaag taagaattga aggaaagagg ggatgctctg aagcaagaag gatgaattca 20 
40 

atgtgttgtt tttgctcaac aaccgttttt ttggcgggca gtgttgcaac catgaaagga 21 
00 

gaaattacag tcggctcctt gcttgttaga caaaaaaaaa aaaaaaaaa 21 
49 

<210> 4 

<211> 493 

<212> PRT 

<213> Oryza sativa 

<400> 4 

Met Phe Ser His Gly Ala Asp Ser Ala His Asp Ala Gly Ala Val Ser 
15 10 15 

Thr Gly Ala Ser Gly Val Pro Thr Arg Phe Val Trp Pro Tyr Gly Gly 
20 25 30 

Lys Arg Val Tyr Leu Thr Gly Ser Phe Thr Arg Trp Thr Glu His Leu 
35 40 45 

Pro Met Ser Pro Val Glu Gly Cys Pro Thr Val Phe Gin Ala lie Cys 
50 55 60 

Ser Leu Ser Pro Gly lie His Gin Tyr Lys Phe Cys Val Asp Gly Glu 
65 70 75 80 

Trp Arg His Asp Glu Arg Gin Pro Thr lie Thr Gly Asp Tyr Gly Val 

85 90 95 

Val Asn Thr Leu Cys Leu Thr Arg Asp Phe Asp Gin lie Asn Thr lie 
100 105 110 

Leu Ser Pro Ser Thr Pro Gly Ser Arg Met Asn Met Asp Val Asp Asn 
115 120 125 
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Asp Asn Phe Gin Arg Thr Val Ser Leu Ser Asp Gly lie lie Gin Glu 
130 135 140 

Gly Pro Gin Arg lie Ser Glu Ala Ala lie Gin lie Ser Arg Cys Arg 
145 150 155 160 

Val Ala Asp Phe Leu Asn Gly Gin Thr Gly Tyr Asp Leu Leu Pro Asp 
165 170 175. 

Ser Gly Lys Val lie Ala Leu Asp Val Asn Leu Pro Val Lys Gin Ser 
180 185 190 

Phe His lie Leu His Glu Gin Gly lie Pro Val Ala Pro Leu Trp Asp 
195 200 205 

Ser Phe Arg Gly Gin Phe Val Gly Leu Leu Ser Pro Leu Asp Phe lie 
210 215 220 

Leu lie Leu Arg Glu Leu Glu Thr His Gly Ser Asn Leu Thr Glu Glu 
225 230 235 240 

Gin Leu Glu Thr His Thr lie Ser Ala Trp Lys Glu Ala Lys Arg Gin 
245 250 255 

Thr Tyr Ala Arg Asn Glu Gly Ser Trp Arg Ala Asn His His Leu Val 
260 265 270 

His Ala Thr Pro Tyr Glu Ser Leu Arg Glu lie Ala Met Lys lie Leu 
275 280 285 

Gin Asn Gly Val Ser Thr Val Pro lie Met Phe Ser Ser Ser Pro Asp 
290 295 300 

Gly Sex Tyr Pro Gin Leu Leu His Leu Ala Ser Leu Ser Gly lie Leu 
305 310 315 320 

Lys Cys lie Cys Arg Tyr Phe Lys Asn Ser Gin Gly Asn Leu Pro lie 
325 330 335 

Leu Ser Gin Pro Val Cys Thr lie Pro Leu Gly Thr Trp Val Pro Lys 
340 345 350 

lie Gly Asp Pro Asn Gly Arg Pro Leu Ala Met Leu Arg Pro Asn Thr 
355 360 365 

Ser Leu Ser Ala Ala Leu Asn Leu Leu Val Gin Ala Gly Val Ser Ser 
370 375 380 

lie Pro lie Val Asp Asp Asn Asp Ser Leu Leu Asp Thr Tyr Ser Arg 
385 390 395 400 

Ser Asp lie Thr Ala Leu Ala Lys Asp Lys Val Tyr Thr His lie Arg 
405 410 415 



Leu Asp Glu Met Thr lie His Gin Ala Leu Gin Leu Gly Gin Asp Ala 
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420 425 430 

Asn Ser Pro Phe Gly Phe Phe Asn Gly Gin Arg Cys Gin Met Cys Leu 
435 440 445 

Arg Ser Asp Thr Leu Leu Lys Val Met Glu Arg Leu Ala Asn Pro Gly 
450 455 460 

Val Arg Arg Val Phe He Val Glu Ala Gly Ser Lys Arg Val Glu Gly 
465 470 475 480 

lie He Ser Leu Ser Asp He Phe Lys Phe Leu Leu Ser 
485 490 

<210> 5 

<211> 702 

<212> DNA 

<213> Oryza sativa 

<400> 5 

gcacgaggtt taaaccggat tcatcaggga tgcctttgct tggtcttgca acccttccag 6 
0 

ggattgtgaa atttatttgc tcaaagctgc aagaacagcc tgaagggtac tcatttctgc 12 
0 

aaaaccagat tgtcagtatg cctattggta catggtcacc acatactggc aaggcaagca 18 
0 

atagacagct tagaacttcg cgaccaagca ctcctctaaa ttcatgcctg gatttgctgc 24 
0 

ttgaagatag agtaagctca attcctatag ttgacgataa tggcgctctc cttgatgtct 30 
0 

actcgctcag tgatatcatg gctctaggca agaatgatgt ctacactcgt attgagcttg 36 
0 

aacaggtgac ggtggagcat gccttggagc tgcaatacca ggtgaatggc cgaagacact 42 
0 

gtcatacctg cttgagcact agtaccttcc tggaggtttt ggagcaattg tcagctccag 48 
0 

gggtgcggcg agtcgtcgtt attgaaccaa ggagcagatt tgtgcaagga ataatctcat 54 
0 

tgagggacgc atttacattt ctcattggat aacatttgtg tagccagcca ttccatacat 60 
0 

gaaaaaggta gttqtatttg attggaacaa aataaaagga aaaaaaaaat tactcaaaaa 66 
0 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 70 
2 

<210> 6 

<211> 189 

<212> PRT 

<213> Oryza sativa 

<400> 6 

Thr Arg Phe Lys Pro Asp Ser Ser Gly Met Pro Leu Leu Gly Leu Ala 
15 10 15 

Thr Leu Pro Gly He Val Lys Phe He Cys Ser Lys Leu Gin Glu Gin 
20 25 30 
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Pro Glu Gly Tyr Ser Phe Leu Gin Asn Gin lie Val Ser Met Pro He 
35 40 45 

Gly Thr Trp Ser Pro His Thr Gly Lys Ala Ser Asn Arg Gin Leu Arg 
50 55 60 

Thr Ser Arg Pro Ser Thr Pro Leu Asn Ser Cys Leu Asp Leu Leu Leu 
65 70 75 80 

Glu Asp Arg Val Ser Ser He Pro He Val Asp Asp Asn Gly Ala Leu 

85 90 95 

Leu Asp Val Tyr Ser Leu Ser Asp He Met Ala Leu Gly Lys Asn Asp 
100 105 110 

Val Tyr Thr Arg He Glu Leu Glu Gin Val Thr Val Glu His Ala Leu 
115 120 125 

Glu Leu Gin Tyr Gin Val Asn Gly Arg Arg His Cys His Thr Cys Leu 
130 135 140 

Ser Thr Ser Thr Phe Leu Glu Val Leu Glu Gin Leu Ser Ala Pro Gly 
145 150 155 160 

Val Arg Arg Val Val Val lie Glu Pro Arg Ser Arg Phe Val Gin Gly 
165 170 175 

He He Ser Leu Arg Asp Ala Phe Thr Phe Leu He Gly 
180 185 

<210> 7 

<211> 2160 

<212> DNA 

<213> Glycine max 

<400> 7 

caaggtttcg tcttttttgt gccttttttc ccccagaaat tcataaattc gtggaagttc 
60 

gaggctcgat ttgtgcattg aattggtgcc gcatttactc tacgaattga acaaggtggc 1 
20 

atgatgcgat gagatgatgt tctatgaggg tattctcagt gtaacactct gaatttgaag 1 
80 

taaaatgttc agtccaagca tggattctgc aagggatgcg agtggtgtgg cagggaccgt 2 
40 

gctaattccc atgcggtttg tgtggccgta cgggggaaga agtgtgtatc taagtggttc 3 
00 

tttcacgcgg tggtctgaac ttctacaaat gtcgcctgtg gaaggctgcc caactgtgtt 3 
60 

tcaagttatt catagcttgg tacctggtca tcatcagtac aagttttttg ttgatggaga 4 
20 

atggcggcat gatgaccttc aaccttgtga atctggagaa tatgggattg ttaacactgt 4 
80 

ttcattggct actgatccta atattttacc tgttttaact ccagacatag tttctggatc 5 
40 

taacatggat gtcgacaacg aggcttttcg acgcatggtc cgattgacag atggtacatt 6 
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00 

aagtaatgtg ttattgccaa gaatatctga 
60 

ttctgcattc ctatctatga gtacagcata 
20 

taccttggat gttgatctgc ctgtgaaaca 
80 

tcccattgct cctctctggg acatctgcaa 
40 

ggattttatt ttaattttaa gagagctcgg 
00 

gcttgaaaca cataccatat cagcttggaa 
60 

ttttatccgt gcagggccat acgataattt 
20 

tggaatttca acagttccta ttattcattc 
80 

tcttgcttca ctttcaggaa tccttaaatg 
40 

ttcattgcct atacttcaac ttccaatttg 
00 

aattggggag tcaaatcgcc ggcctctagc 
60 

agccctaaac ttattagttc aagctcaagt 
20 

ctcattactg gatatttatt gtcgaagtga 
80 

tacccatatt aatcttgatg aaatgactgt 
40 

ttataatact tatgagctga gttgtcaaag 
00 

gcataaagtg atggaacgtt tggcaagtcc 
60 

tggcagcaag cgcgtagaag gcatcatagc 
20 

ttataacagt tagtgtggtg gtcatgacac 
80 

cccagccact aaaaagagat tccagagctt 
40 

aaaatacaat tggattggcc tcttgcttca 
00 

aagaggcctg taaattttag tctgattgcc 
60 

ttatgttcaa atatgttgtg ctcctgatat 
20 

gtctgtaatt gtttcatatt tgtgaagata 
80 

ccatattcga aatactcttg ttttgttgac 
40 

ttggcattgt caagtggtga tgggcaaata 
00 

cccccattta tgcaaaagat ttaagtgatg 
60 

<210> 8 
<211> 482 



tgttgatata 


cagacctctc 


gtcagcgtat 


6 


tgaattactt 


cctgagtcag 


gcaaggttgt 


7 


ggcatttcac 


atactgcatg 


agcagggaat 


7 


ggggcagttt 


gttggagttc 


ttagtgcctt 


8 


aaatcatggg 


tccaatctaa 


cagaagagga 


9 


aggaggaaaa 


tggacaggat 


ttacacaatg 


9 


gaaagagatt 


gctgtgaaga 


tcctgcaaca 


10 


agaagatggt 


tcatttccac 


agctactaca 


10 


catttgcagg 


tattttagga 


attgttctag 


11 


tgcaatccct 


gtgggcacgt 


gggtgcccaa 


12 


aatgttgaga 


ccaaatgctt 


cacttacttc 


12 


aagttcaata 


ccaatagttg 


atgatagtga 


13 


tataacagct 


ttggcaaagg 


acagaactta 


13 


tcatcaggca 


ttgcaattgg 


gccaggattc 


14 


atgtcagatg 


tgtttgcgaa 


ctgattctct 


15 


aggtgtgagg 


cggcttgtaa 


ttgtggaagc 


15 


actgagtgac 


atattcaact 


tcttccttgg 


16 


ttaatgcata 


tagtcaggca 


accatctcgg 


16 


ttacacggtg 


atttgatctt 


tatttcattg 


17 


ttgccttgtt 


ttaagatttt 


aggcttgaga 


18 


ccaaatttat 


tcatctcacc 


cccagtcatg 


18 


cgatacacaa 


gcaaagggga 


agtgcacaat 


19 


caaattycgg 


rgggggaaat 


tatgggagga 


19 


tatctttagt 


tcccgatgga 


tagtgcgtaa 


20 


ttttcttgtg 


ttttttttcc 


tctcattttc 


21 


gaaatatgaa 


aaaaaaaaaa 


aaaaaaaaaa 


21 
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<212> PRT 

<213> Glycine max 



<400> 8 

Met Phe Ser Pro Ser Met Asp Ser Ala Arg Asp Ala Ser Gly Val Ala 
15 10 15 

Gly Thr Val Leu lie Pro Met Arg Phe Val Trp Pro Tyr Gly Gly Arg 
20 25 30 

Ser Val Tyr Leu Ser Gly Ser Phe Thr Arg Trp Ser Glu Leu Leu Gin 
35 40 45 

Met Ser Pro Val Glu Gly Cys Pro Thr Val Phe Gin Val He His Ser 
50 55 60 

Leu Val Pro Gly His His Gin Tyr Lys Phe Phe Val Asp Gly Glu Trp 
65 70 75 80 

Arg His Asp Asp Leu Gin Pro Cys Glu Ser Gly Glu Tyr Gly He Val 

85 90 95 

Asn Thr Val Ser Leu Ala Thr Asp Pro Asn He Leu Pro Val Leu Thr 
100 105 110 

Pro Asp He Val Ser Gly Ser Asn Met Asp Val Asp Asn Glu Ala Phe 
115 120 125 

Arg Arg Met Val Arg Leu Thr Asp Gly Thr Leu Ser Asn Val Leu Leu 
130 135 140 

Pro Arg He Ser Asp Val Asp lie Gin Thr Ser Arg Gin Arg lie Ser 
145 150 155 160 

Ala Phe Leu Ser Met Ser Thr Ala Tyr Glu Leu Leu Pro Glu Ser Gly 
165 170 175 

Lys Val Val Thr Leu Asp Val Asp Leu Pro Val Lys Gin Ala Phe His 
180 185 190 

He Leu His Glu Gin Gly He Pro lie Ala Pro Leu Trp Asp He Cys 
195 200 205 

Lys Gly Gin Phe Val Gly Val Leu Ser Ala Leu Asp Phe He Leu He 
210 215 220 

Leu Arg Glu Leu Gly Asn His Gly Ser Asn Leu Thr Glu Glu Glu Leu 
225 230 235 240 

Glu Thr His Thr He Ser Ala Trp Lys Gly Gly Lys Trp Thr Gly Phe 
245 250 255 

Thr Gin Cys Phe He Arg Ala Gly Pro Tyr Asp Asn Leu Lys Glu He 
260 265 270 



Ala Val Lys lie Leu Gin His Gly He Ser Thr Val Pro lie lie His 
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275 280 285 

Ser Glu Asp Gly Ser Phe Pro Gin Leu Leu His Leu Ala Ser Leu Ser 



290 



295 



Gly lie Leu Lys Cys lie Cys Arg Tyr Phe K, Asn Cys Ser Ser Ser 
Z Pro lie Leu Gin Leu Pro He Cys Ala lie Pro Val Gly Thr Trp 
val Pro Lys He Gly Glu Ser Asn Arg Arg Pro Leu Ala Met Leu Arg 



340 345 



Pro Asn Ala Ser Leu Thr ser Ala Leu Asn Leu Leu val Gin Ala Gin 

355 ibU 
V.1 ser ser He Pro He Val Asp Asp ser Asp Ser Leu Leu Asp He 

Tyr cys Arg Ser Asp He Thr Ala Leu Ala Lys Asp Arg Thr Tyr Thr 

385 390 

His He Asn Leu Asp Glu Met Thr Val His Gin Ala Leu Gin Leu Gly 

405 41U 

Gin Asp ser Tyr Asn Thr Tyr Glu Leu Ser Cys Gin Arg c». Gin Met 

420 4Zb 
Cys Leu Arg Thr Asp Ser Leu His Lys Val Met Glu Arg Leu Ala Ser 

Pro Gly val Arg Arg Leu val He Val Glu Ala Gly ser Lys Arg Val 

450 4bb 
Glu Gly He He Ala Leu Ser Asp He Phe Asn Phe Phe Leu Gly Tyr 
465 470 4 

Asn Ser 



<210> 9 

<211> 2538 

<212> DNA 

<213> Glycine max 

g.tttctcaa actagtttot tctgatgttt caatagggtt tcgaattttc ctctgtttcc 
ftcttagact ctctctctgc tttggttttc tcagattttt coaagttcgc ggctcttoca 
ggttgaattt gtttcttcgt aggttctgtt gcagtgagaa atgggcactt tctccttttg 
"tttccct cgaatcaagc atcaaaatcc gagctttttc ttttttgcaa gtggtttttt 
tgatttgggg tagatttttt tctttctttt tttgggcttc gtagtgcatt gaattggcgc 
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00 

ggcattcact tgaatttgca 
60 

ggtattct ca aagtagcact 
20 

aagggatgct gcgggtggtg 
80 

atatggagga aggagtgtgt 
40 

gatgtcgcca gtggaaggtt 
00 

ttaccatcag tacaagtttt 
60 

tgtacctgga gaatatggga 
20 

gcctgtttta cctccagacg 
80 

tcgccgaatg gcccggttga 
40 

tactgatgta caaatatccc 
00 

tgaattactt cccgagtcag 
60 

ggcatttcat atattgcatg 
20 

ggggcaattt gttggtgttc 
80 

gaatcatgga tccaatctga 
40 

agaaggaaaa tcgtatctaa 
00 

ttttatccat gcagggccat 
60 

ggaggtttca actgttccta 
20 

actacatctt gcttcacttt 
80 

ctctagttcc ttgcctgtac 
40 

gcccaaaatt ggggaatcaa 
00 

tgcgtcagcc ctaaatttat 
60 

taatgactca ttattggata 
20 

agcatataca catattaatc 
80 

ggacgcatat agtccctatg 
40 

tcctctgcat aaagtgatgg 
00 

ggaagctggc agcaagcgtg 
60 

cattggtggt tagttttgga 
20 

gacacttaag catccataca 



acgtgggagc cggagctgcg 
taattcgagg ttgaatgttt 
tggcagggac agtgctaatt 
ttctcagtgg ttctttcaca 
gtccaactgt gtttcaagtg 
ttgttgatgg agaatggcgg 
tagtcaacac tgtcttattg 
ttgcttctgg aaatagcatg 
ccgatggtac tttgagtgag 
gtcagcgtat ttctgcattt 
gcaaggttgt tgctttggat 
agcagggagt tttcatggct 
ttagtgcttc ggattttatt 
cagaagagga gcttgaaaca 
atagacagaa caatggacat 
atgataatct gaaagatatt 
ttatccattc atcttctgaa 
caggaatact taaatgcatt 
ttcaacttcc aatctgtgca 
atcggcggcc tctagcaatg 
tagttcaagc ccaagtaagc 
tatactgtcg gagtgacata 
ttgacgaaat gactgttcat 
agcttagaag tcaaagatgt 
aacgcttggc aaatccaggt 
tagaaggcat tgtttcattg 
ttggtgaatg gagaagtaaa 
actagccatc atcacttgtc 



atgaagtgtg gtgcttggag 3 

ggtcagagca tggattctgc 4 

cccatgcgtt ttgtgtggcc 4 

cggtggttgg agcttctacc 5 

atttataact tgccacccgg 6 

catgatgaac atcaacctta 6 

gccactgatc ctaactacat 7 

gatgtggata atgatgcttt 7 

gtgctgccaa gaatatcaga 8 

ctatcttcac acaccgctta 9 

gttgatctac cagtgaaaca 9 

cctctttggg acttctgcaa 10 

ttaattttaa gagagctggg 10 

cataccatat cagcttggaa 11 

ggaactgcat tttcaagatg 12 

gccatgaaga tcttgcaaaa 12 

gatgcttcat ttccacagtt 13 

tgtaggtatt ttaggcactg 13 

atacctgtgg gcacgtgggt 14 

ttgagaccaa ccgcttctct 15 

tcaataccaa tagttgatga 15 

acagctttgg caaagaacag 16 

caggctttgc agttgggcca 16 

cagatgtgtt tgcgttctga 17 

gtcaggcggc ttgtcatcgt 18 

agtgacatat tcaagttctt 18 

atggtatgtg ctgtggttat 19 

caaaccattg aaagtgcttt 19 
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80 

ctacacggtg attttatctc tcatttcatt gtaatacaat tggattggcc tcttgcttta 20 
40 

ttgcctcttt ttaagatttt aggctgagaa agaggcctgt aaattcagag tatttgattg 21 
00 

cccaaaattt attcatctct ccccattcgt attatcttca aatgtattgt gctcctgaca 21 
60 

tagataccag caaggtgggg gagcacaact tctgtaatca ttccatgctg tgaagatatc 22 
20 

aagtttgaag aaaaaaaaat gaggatgaag attgagatac tgttgtttta tatttcttga 22 
80 

ttagtaatcc ttacttacgg tttgattgtt taccttactt atgaacaact ttagccggag 23 
40 

tagcttatga ataaggaacc gttgcatatg aagttgtatc attagaggag ctgatgctga 24 
00 

tgtgaacaaa aaaaaataaa aaactataag cagcaattgt ttgtataagt gatcggtgtt 24 
60 

tatctcatag tggggcacat gatttaagca actctcttca gttgcacggc taaaaaaaaa 25 
20 

aaaaaaaaaa aaaaaaaa 25 
38 

<210> 10 

<211> 492 

<212> PRT 

<213> Glycine max 

<400> 10 

Met Phe Gly Gin Ser Met Asp Ser Ala Arg Asp Ala Ala Gly Gly Val 
15 10 15 

Ala Gly Thr Val Leu lie Pro Met Arg Phe Val Trp Pro Tyr Gly Gly 
20 25 30 

Arg Ser Val Phe Leu Ser Gly Ser Phe Thr Arg Trp Leu Glu Leu Leu 
35 40 45 

Pro Met Ser Pro Val Glu Gly Cys Pro Thr Val Phe Gin Val lie Tyr 
50 55 60 

Asn Leu Pro Pro Gly Tyr His Gin Tyr Lys Phe Phe Val Asp Gly Glu 
65 70 75 80 

Trp Arg His Asp Glu His Gin Pro Tyr Val Pro Gly Glu Tyr Gly lie 

85 90 95 

Val Asn Thr Val Leu Leu Ala Thr Asp Pro Asn Tyr Met Pro Val Leu 
100 105 110 

Pro Pro Asp Val Ala Ser Gly Asn Ser Met Asp Val Asp Asn Asp Ala 
115 120 125 

Phe Arg Arg Met Ala Arg Leu Thr Asp Gly Thr Leu Ser Glu Val Leu 
130 135 140 

Pro Arg lie Ser Asp Thr Asp Val Gin lie Ser Arg Gin Arg lie Ser 
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145 



150 



155 



160 



Ala Phe Leu Ser Ser His Thr Ala Tyr Glu Leu Leu Pro Glu Ser Gly 
165 170 175 

Lys Val Val Ala Leu Asp Val Asp Leu Pro Val Lys Gin Ala Phe His 
180 185 190 

lie Leu His Glu Gin Gly Val Phe Met Ala Pro Leu Trp Asp Phe Cys 
195 200 205 

Lys Gly Gin Phe Val Gly Val Leu Ser Ala Ser Asp Phe lie Leu lie 
210 215 220 

Leu Arg Glu Leu Gly Asn His Gly Ser Asn Leu Thr Glu Glu Glu Leu 
225 230 235 240 

Glu Thr His Thr lie Ser Ala Trp Lys Glu Gly Lys Ser Tyr Leu Asn 
245 250 255 

Arg Gin Asn Asn Gly His Gly Thr Ala Phe Ser Arg Cys Phe lie His 
260 265 270 

Ala Gly Pro Tyr Asp Asn Leu Lys Asp lie Ala Met Lys lie Leu Gin 
275 280 285 

Lys Glu Val Ser Thr Val Pro lie lie His Ser Ser Ser Glu Asp Ala 
290 295 300 

Ser Phe Pro Gin Leu Leu His Leu Ala Ser Leu Ser Gly He Leu Lys 
305 310 315 320 

Cys He Cys Arg Tyr Phe Arg His Cys Ser Ser Ser Leu Pro Val Leu 
325 330 335 

Gin Leu Pro He Cys Ala He Pro Val Gly Thr Trp Val Pro Lys He 
340 345 350 

Gly Glu Ser Asn Arg Arg Pro Leu Ala Met Leu Arg Pro Thr Ala Ser 
355 360 365 

Leu Ala Ser Ala Leu Asn Leu Leu Val Gin Ala Gin Val Ser Ser He 
370 375 380 

Pro lie Val Asp Asp Asn Asp Ser Leu Leu Asp lie Tyr Cys Arg Ser 
385 390 395 400 

Asp He Thr Ala Leu Ala Lys Asn Arg Ala Tyr Thr His He Asn Leu 
405 410 415 

Asp Glu Met Thr Val His Gin Ala Leu Gin Leu Gly Gin Asp Ala Tyr 
420 425 430 



Ser Pro Tyr Glu Leu Arg Ser Gin Arg Cys Gin Met Cys Leu Arg Ser 
435 440 445 
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Asp Pro Leu His Lys Val Met Glu 
450 455 

Arg Leu Val lie Val Glu Ala Gly 
465 470 

Ser Leu Ser Asp lie Phe Lys Phe 
485 

<210> 11 

<211> 1266 

<212> DNA 

<213> Glycine max 

<400> 11 

gcacgaggaa aagccggagg aacagccgga 
60 

ccagcagaag ggtctgaaat caattcgaga 
20 

tctacctctt tcgtttcgac tcatcattct 
80 

gaccatcctt ctacaaaatg gtatcgtttc 
40 

ctttgctgga cttcttacga cttcggacta 
00 

tccagaagcc ctcaatcaaa tagatcaatt 
60 

ggcaattggc gtactacctt tggagacggt 
20 

tgcttgtcgc gagatgttgc aaacccgggc 
80 

cgagacggga aaagagatgg tggtcagtgt 
40 

tagtgtcaat gtcgaagaga cggaattctt 
00 

aacttatggg gacctacaaa ccgcaaatat 
60 

gatggtcaaa cacagcattt cgagcgttcc 
20 

tcttttcgag gctgtcgatg taatcacgat 
80 

tttgactgtg ggagaagctt tggccaatag 
40 

cagtgaagaa gacaggttgg attcgatctt 
00 

attggtggtt atagatgaag agcagcattt 
60 

gcagtatgta ctcctacatg gagaagacga 
20 

actacgagga tggataggcg ttgcatagcg 
80 

cgggtcatta aaatggccac aaatagatgt 
40 

ccattttatc ggctcggact aaggataata 
00 

ttatgggcag cataggactt gcaattcaga 



Arg Leu Ala Asn Pro Gly Val Arg 
460 

Ser Lys Arg Val Glu Gly He Val 
475 480 

Phe He Gly Gly 
490 



ggaaaagccg 


atgagtgcgc 


tcgacaggga 




tttcctcaag 


cgccgtacca 


gctacgatgt 


1 


taataccgat 


ttactggtca 


agaagagctt 


1 


agccccgcta 


tgggattccc 


atacctcaac 


2 


tataaatgtt 


atccaatatt 


actggcagaa 


3 


caaattgagt 


agcttaagag 


atatcgaaaa 


3 


atcggtacat 


cctgcgcgac 


ctctttacga 


4 


ccgccgtatc 


ccgctggttg 


atgttgatga 


4 


gattacacaa 


tatcgtatcc 


tgaagtttat 


5 


gaagaaaagt 


gtatcggaca 


tcaaacttgg 


6 


ggacactccg 


gtgatcgacg 


tcatacatat 


6 


cattgttgac 


aaagattcgc 


gagtacttaa 


7 


tattaagggt 


ggtgtatacg 


atggtctgac 


7 


ggcagaagac 


tttgccggga 


tttatacttg 


8 


tgacacgatt 


cgaaaatcta 


gagtgcatcg 


9 


gaagggagtg 


atctctttgt 


cggatatttt 


9 


tgattgagcc 


tgtccgatat 


tggccatgat 


10 


atttggcgta 


caggcacaaa 


cctgatctca 


10 


gattgggcga 


tttattcata 


ttcgttaata 


11 


tggcggattg 


gcttgtgaat 


attttatgga 


12 


gattttaccc 


cctttaaaaa 


aaaaaaaaaa 


12 



Page 15 



1316 USPCI tone^Lc^ 



60 

aaaaaa 
66 




























<210> 
<211> 
<212> 
<213> 


12 

318 

PRT 

Glycine 


max 






















<400> 
Met Ser 

1 


12 
Ala 


Leu 


Asp 
5 


Arg 


Asp 


Gin 


Gin 


Lys 
10 


Gly 


Leu 


Lys 


Ser 


lie 
15 


Asd Phe 


Leu 


Lys 
20 


Arg 


Arg 


Thr 


Ser 


Tvr 
y 

25 


Asp 


Val 


Leu 


Pro 


Leu 
30 


Ser 


Ara Leu 


lie 
35 


He 


Leu 


Asn 


Thr 


Asp 
40 


Leu 


Leu 


Val 


Lys 


Lys 
45 


Ser 


Leu 


T 1 q TiPll 

^ vj, XJ ,| w LA 

50 


Leu 


Gin 


Asn 


Gly 


He 
55 


Val 


Ser 


Ala 


Pro 


Leu 
60 


Tro 


Asp 


Ser 


Thr Ser 
65 


Thr 


Phe 


Ala 


Gly 
70 


Leu 


Leu 


Thr 


Thr 


Ser 
75 


Asp 


Tvr 


He 


Asn 


lie Gin 


Tyr 


Tyr 


85 


Gin 


Asn 


Pro 


Glu 


Ala 
90 


Leu 


Asn 


Gin 


lie 


Asp 
95 


Phe IjV*? 


Leu 


Ser 
100 


Ser 


Leu 


Arg 


Asp 


He 
105 


Glu 


Lys 


Ala 


lie 


Gly 
110 


Val 




Glu 
115 


Thr 


Val 


Ser 


Val 


His 
120 


Pro 


Ala 


Arg 


Pro 


Leu 
125 


Tvr 


Asp 


P\7S A TfT 
v™» y o J- y 

130 


Glu 


Met 


Leu 


Gin 


Thr 
135 


Arg 


Ala 


Arg 


Arg 


He 
140 


Pro 


Leu 


Val 


145 


Asp 


Glu 


Thr 


Gly 
150 


Lys 


Glu 


Met 


Val 


Val 
155 


Ser 


Val 


He 


Thr 


Tyr Arg 


He 


Leu 


Lys 
165 


Phe 


lie 


Ser 


Val 


Asn 
170 


Val 


Glu 


Glu 


Thr 


Glu 
175 


Leu Lvs 


Lys 


Ser 
180 


Val 


Ser 


Asp 


He 


Lys 
185 


Leu 


Gly 


Thr 


Tvr 


Gly Asp 
190 


Gin Thr 


Ala 
195 


Asn 


Met 


Asp 


Thr 


Pro 
200 


Val 


He 


Asp 


Val 


He 
205 


His 


Met 


Vs 1 T,v^ 
210 


His 


Ser 


He 


Ser 


Ser 
215 


Val 


Pro 




Val 


220 


T.\7 


Asp 


Ser 


Val Leu 
225 


Asn 


Leu 


Phe 


Glu 
230 


Ala 


Val 


Asp 


Val 


He 
235 


Thr 


lie 


lie 


Lys 


Gly Val 


Tyr 


Asp 


Gly 


Leu 


Thr 


Leu 


Thr 


Val 


Gly Glu Ala 


Leu 


Ala 



80 



160 



240 
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245 250 255 

Arg Ala Glu Asp Phe Ala Gly lie Tyr Thr Cys Ser Glu Glu Asp Arg 
260 265 270 

Leu Asp Ser lie Phe Asp Thr lie Arg Lys Ser Arg Val His Arg Leu 
275 280 285 

Val Val lie Asp Glu Glu Gin His Leu Lys Gly Val lie Ser Leu Ser 
290 295 300 

Asp lie Leu Gin Tyr Val Leu Leu His Gly Glu Asp Asp Asp 
305 310 315 

<210> 13 
<211> 1632 
<212> DNA 

<213> Triticum aestivum 
<400> 13 

gcacgagccg atgtctccag tcgaaggttg ccccactgta tttcaagcta tctgcaactt 
60 

acctccaggg atttatcagt acaagttcaa tgtggacggg cagtggaggc atgacgaggg 1 
20 

gcaacctact ataactggag agtatggggt ggtaaacact ttatacttga caagggaatt 1 
80 

tgaccacata aatactgtac tgagccccac tacacctggg agcaggatgg atgtggacag 2 
40 

tgacagtttt caacgaatgg gttcgttgtc ggatggtgcc cttcaggaag gttctccaag 3 
00 

aatctcagag gctgctatac agatctctag gtgtcgtgtt gctgagtatc tgaatgcgca 3 
60 

tacaggctat gacctactac cagattctgg aaaggtcatt gctctggaca ttaatttacc 4 
20 

tgtgaagcaa tctttccata ttctccatga acaggggatt cctgtggctc ctctgtggga 4 
80 

ttcattcagg ggtcagtttg ttggccttct gagcccactg gattttatac ttatattgag 5 
40 

agagctggaa actcatggct caaacctgac agaggaacag cttgaaacac acactatatc 6 
00 

tgcgtggaaa gaggctaagc ggcaaactta tggaagaaat gatggacaac ttagatcaaa 6 
60 

tcagcatcta gtgcatgcca ccccttatga atccttgagg ggtattgcca tgaaaatact 7 
20 

cgaaactggc atttctacag tcccaatcat ctattcatcg tcatcagatg gatcgtttcc 7 
80 

gcagctgttg catcttgcat ccctttcagg aattttgaaa tgtatctgta gatacttcaa 8 
40 

gaactccact ggtagtttgc cgattctaaa ccaaccagta tgctcaattc cgctgggtac 9 
00 

ctgggttcca aaaattggtg aaccaaatgg tcatccattg gctatgttgc ggcctaatac 9 
60 

atctcttagc tctgccctta acttgttggt tcaagctgga gttagttcaa tacccattgt 10 
20 

ggatgataac gactcgctga tcgacacata ctccagaagt gacatcacag ctctagcgaa 10 
80 
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agacaaggtc tacacccata tccgcctaga tgagatgacc attcatcagg ccttgcagct 11 
40 

cgggcaagac gcgaattcac cttttggact tttcaatggt caaagatgcc agatgtgtct 12 
00 

ccagtctgac cctttgctga aggttatgga gagattggct aatcctgggg tgcgtcgcgt 12 
60 

gttcatcgtg gaggctggca gcaagcgagt ggaaggcgta atatcgctga gcgacatatt 13 
20 

caagttgctg ctgagctagc gaaaggcctg ttttcgttag ttccggggca agcggtgcca 13 
80 

gaagagctag catgcaagaa agagattgtg gagccaacat ggagttctct ctctggcttg 14 
40 

ctcttggaca agagagtagc aaaacagatt gtaaagtttt tttccctttc gttgtgccaa 15 
00 

cccaacccaa cccccaccgt ccgtccgtcc gactgtcgta actgaaacta cctggtgact 15 
60 

tttctcttta aattttattg gattgattcc gctgcttggc gaggttagtc tccaaaaaaa 16 
20 

aaaaaaaaaa aa 16 
32 

<210> 14 
<211> 442 
<212> PRT 

<213> Triticum aestivum 
<400> 14 

Met Ser Pro Val Glu Gly Cys Pro Thr Val Phe Gin Ala lie Cys Asn 
15 10 15 

Leu Pro Pro Gly lie Tyr Gin Tyr Lys Phe Asn Val Asp Gly Gin Trp 
20 25 30 

Arg His Asp Glu Gly Gin Pro Thr lie Thr Gly Glu Tyr Gly Val Val 
35 40 45 

Asn Thr Leu Tyr Leu Thr Arg Glu Phe Asp His lie Asn Thr Val Leu 
50 55 60 

Ser Pro Thr Thr Pro Gly Ser Arg Met Asp Val Asp Ser Asp Ser Phe 
65 70 75 80 

Gin Arg Met Gly Ser Leu Ser Asp Gly Ala Leu Gin Glu Gly Ser Pro 

85 90 95 

Arg lie Ser Glu Ala Ala lie Gin lie Ser Arg Cys Arg Val Ala Glu 
100 105 110 

Tyr Leu Asn Ala His Thr Gly Tyr Asp Leu Leu Pro Asp Ser Gly Lys 
115 120 125 

Val lie Ala Leu Asp lie Asn Leu Pro Val Lys Gin Ser Phe His lie 
130 135 140 

Leu His Glu Gin Gly lie Pro Val Ala Pro Leu Trp Asp Ser Phe Arg 
145 150 155 160 
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Gly Gin Phe Val Gly Leu Leu Ser Pro Leu Asp Phe lie Leu lie Leu 

165 170 

Arg Glu Leu Glu Thr His Gly Ser Asn Leu Thr Glu Glu Gin Leu Glu 

180 185 
Thr His Thr He Ser Ala Trp Lys Glu Ala Lys Arg Gin Thr Tyr Gly 

Arg Asn Asp Gly Gin Leu Arg Ser Asn Gin His Leu Val His Ala Thr 



210 



215 



Pro Tyr Glu Ser Leu Arg Gly He Ala Met Lys He Leu Glu Thr Gly 
225 230 235 

lie Ser Thr Val Pro He He Tyr Ser Ser Ser Ser Asp Gly Ser Phe 

245 250 

Pro Gin Leu Leu His Leu Ala Ser Leu Ser Gly He Leu Lys Cys He 
260 265 

Cys Arg Tyr Phe Lys Asn Ser Thr Gly Ser Leu Pro He Leu Asn Gin 
275 280 

Pro Val Cys Ser He Pro Leu Gly Thr Trp Val Pro Lys He Gly Glu 
290 295 300 

Pro Asn Gly His Pro Leu Ala Met Leu Arg Pro Asn Thr Ser Leu Ser 

~ ~ ^ ^i n oio 



305 310 



Se 



r Ala Leu Asn Leu Leu Val Gin Ala Gly Val Ser Ser He Pro He 
325 330 JJD 



340 



Val Asp Asp Asn Asp Ser Leu He Asp Thr Tyr Ser Arg Ser Asp He 

J T O 

Leu 

Met Thr He His Gin Ala Leu Gin Leu Gly Gin Asp Ala Asn Ser Pro 



Thr Ala Leu Ala Lys Asp Lys Val Tyr Thr His lie Arg Leu Asp Glu 
355 360 365 



370 375 380 



Phe Gly Leu Phe Asn Gly Gin Arg Cys Gin Met Cys Leu Gin Ser Asp 
385 390 395 

Pro Leu Leu Lys Val Met Glu Arg Leu Ala Asn Pro Gly Val Arg Arg 

405 410 



Val Phe lie Val Glu Ala Gly Ser Lys Arg Val Glu Gly Val He Se 
420 42 5 4JU 



r 



Leu Ser Asp He Phe Lys Leu Leu Leu Ser 
43E 

<210> 15 



435 440 
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<211> 538 
<212> DNA 
<213> Zea mays 

<220> 

<221> unsure 

<222> (494) 

<223> n = A, C, G or T 

<400> 15 

ggaacatttg ccgatgtctc ctatcgaagg ctgccccact gtatttcagg ctatttgcag 6 
0 

tctgtctcct gggattcacg agtacaaatt ctttgtggac ggggaatggc ggcatgatga 12 
0 

gcgtcaacct accatatctg gggagtttgg catagttaac acactttact tgacaaggga 18 
0 

atataaccaa ataaacacct tatcaagtcc aagcacacct ggaagcagga tgaacatgga 24 
0 

tgtggataat gaaaattttc aacgtacggt tacgttgtca gatggcaccg tttcagaagg 30 
0 

tactctgaga gtttcagagg ctgcaataca aatatctagg tgtcgtgttt ctgaatatct 36 
0 

gaatttgcat acatgctatg atttactccc agattctggc aaggttattg ccctagacat 42 
0 

taatttacct gtgaagcaat cattccatat tctccatgaa caggggattc ctgtagctcc 48 
0 

tctctgggac tcantcaaag gtcaatttgg tgggcccctt agcccaatgg atttcata 53 



<210> 16 

<211> 59 

<212> PRT 

<213> Zea mays 

<220> 

<221> UNSURE 
<222> (50) 

<223> Xaa = ANY AMINO ACID 
<400> 16 

Val Ser Glu Tyr Leu Asn Leu His Thr Cys Tyr Asp Leu Leu Pro Asp 
15 10 15 

Ser Gly Lys Val lie Ala Leu Asp lie Asn Leu Pro Val Lys Gin Ser 
20 25 30 

Phe His lie Leu His Glu Gin Gly lie Pro Val Ala Pro Leu Trp Asp 
35 40 45 

Ser Xaa Lys Gly Gin Phe Gly Gly Pro Leu Ser 
50 55 

<210> 17 

<211> 542 

<212> DNA 

<213> Oryza sativa 
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<220> 

<221> unsure 

<222> (248) 

<223> n = A, C, G or T 

<220> 

<221> unsure 

<222> (534) 

<223> n = A, C, G or T 

<220> 

<221> unsure 

<222> (539) 

<223> n = A, C, G or T 

<400> 17 

gtttaaaccg gattcatcag ggatgccttt gcttggtctt gcaacccttc cagggattgt 6 
0 

gaaatttatt tgctcaaagc tgcaagaaca gcctgaaggg tactcatttc tgcaaaacca 12 
0 

gattgtcagt atgcctattg gtacatggtc accacatact ggcaaggcaa gcaatagaca 18 
0 

gcttagaact tcgcgaccaa gcactcctct aaattcatgc ctggatttgc tgcttgaaga 24 
0 

tagagtangc tcaattccta tagttgacga taatggcgct ctccttgatg tctactcgct 30 
0 

cagtgatatc atggctctag gcaagaatga tgtcacactc gtattgagct tgaacagtga 36 
0 

cggtggacat ccttggagct gcaatacagt gaatggccga agacactgtc atactgctta 42 
0 

cacatactcc ggaggtttgg acattgtcac tcagggtgcg ggatctcttt taacaagaca 48 
0 

attgtgagga tatccatgag gaccataatt ccattgaaaa ttggtccaca tcanaatana 54 
0 

gg 54 
2 

<210> 18 

<211> 58 

<212> PRT 

<213> Oryza sativa 

<220> 

<221> UNSURE 
<222> (23) 

<223> Xaa = ANY AMINO ACID 
<400> 18 

Leu Arg Thr Ser Arg Pro Ser Thr Pro Leu Asn Ser Cys Leu Asp Leu 
15 10 15 

Leu Leu Glu Asp Arg Val Xaa Ser lie Pro lie Val Asp Asp Asn Gly 
20 25 30 

Ala Leu Leu Asp Val Tyr Ser Leu Ser Asp lie Met Ala Leu Gly Lys 
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35 40 45 

Asn Asp Val Thr Leu Val Leu Ser Leu Asn 
50 55 

<210> 19 

<211> 498 

<212> DNA 

<213> Glycine max 

<400> 19 

gaaaagccgg aggaacagcc ggaggaaaag ccgatgagtg cgctcgacag ggaccaagca 6 
0 

gaagggtctg aaatcaattc gagatttcct caagcgccgt accagctacg atgttctacc 12 
0 

tctttcgttt cgactcatca ttcttaatac cgatttactg gtcaagaaga gcttgaccat 18 
0 

ccttctacaa aatggtatcg tttcagcccc gctatgggat tcccatacct caacctttgc 24 
0 

tggacttctt acgacttcgg actatataaa tgttatccaa tattactggc agaatccaga 30 
0 

agccctcaat caaatagatc aattcaaatt gagtagctta agagatatcg aaaaggcaat 36 
0 

tggcgtacta cctttggaga cggtatcggt acatcctgcg cgacctcttt acgatgcttg 42 
0 

tcgcgaagat gttgcaaacc cgggcccgcc gtatcccgct gggttgatgt tgatgacgaa 48 
0 

gacgggaaaa gagatggt 49 



<210> 20 

<211> 122 

<212> PRT 

<213> Glycine max 

<400> 20 

Lys Gin Lys Gly Leu Lys Ser lie Arg Asp Phe Leu Lys Arg Arg Thr 
15 10 15 

Ser Tyr Asp Val Leu Pro Leu Ser Phe Arg Leu lie lie Leu Asn Thr 
20 25 30 

Asp Leu Leu Val Lys Lys Ser Leu Thr lie Leu Leu Gin Asn Gly lie 
35 40 45 

Val Ser Ala Pro Leu Trp Asp Ser His Thr Ser Thr Phe Ala Gly Leu 
50 55 60 

Leu Thr Thr Ser Asp Tyr lie Asn Val lie Gin Tyr Tyr Trp Gin Asn 
65 70 75 80 

Pro Glu Ala Leu Asn Gin lie Asp Gin Phe Lys Leu Ser Ser Leu Arg 

85 90 95 

Asp lie Glu Lys Ala lie Gly Val Leu Pro Leu Glu Thr Val Ser Val 
100 105 110 
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His Pro Ala Arg Pro Leu Tyr Asp Ala Cys 
115 120 

<210> 21 

<211> 514 

<212> DNA 

<213> Triticum aestivum 
<220> 

<221> unsure 

<222> (356) 

<223> n = A, C, G or T 

<220> 

<221> unsure 

<222> (382) 

<223> n = A, C, G or T 

<220> 

<221> unsure 

<222> (427) 

<223> n = A, C, G or T 

<220> 

<221> unsure 

<222> (431) 

<223> n = A, C, G or T 

<220> 

<221> unsure 

<222> (439) 

<223> n = A, C, G or T 

<400> 21 

cttagatcaa atcagcatct agtgcatgcc accccttatg aatccttgag gggtattgcc 6 
0 

atgaaaatac tcgaaactgg catttctaca gtcccaatca tctattcatc gtcatcagat 12 
0 

ggatcgtttc cgcagctgtt gcatcttgca tccctttcag gaattttgaa atgtatctgt 18 
0 

agatacttca agaactccac tggtagtttg ccgattctaa accaaccagt atgctcaatt 24 
0 

ccgctggggt acctggggtt ccaaaaaatg ggtgaaccaa atggcatcca ttgggtatgt 30 
0 

tgccggccta atacatctct taactctgcc cttaacttgt tgggtcaagc tggganttat 36 
0 

tcaataccca ttggtgggat gnataacgac cccttatttg acacataccc aagaagtgac 42 
0 

atcacantct ngcgaaagna aggctacacc ataccgccta gattagatga catcaacaag 48 
0 

gctgcaactc gggcaagacc gaatcacttt gggg 51 
4 

<210> 22 
<211> 77 
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<212> PRT 

<213> Triticum aestivum 



<400> 22 

Leu Val His Ala Thr Pro Tyr Glu 
1 5 

lie Leu Glu Thr Gly lie Ser Thr 
20 

Ser Asp Gly Ser Phe Pro Gin Leu 
35 40 

lie Leu Lys Cys lie Cys Arg Tyr 
50 55 

Pro lie Leu Asn Gin Pro Val Cys 
65 70 



Ser Leu Arg Gly lie Ala Met Lys 
10 15 

Val Pro lie lie Tyr Ser Ser Ser 
25 30 

Leu His Leu Ala Ser Leu Ser Gly 

45 

Phe Lys Asn Ser Thr Gly Ser Leu 
60 

Ser lie Pro Leu Gly 
75 
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